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Abstract Warthin tumor (War-T), the second most common
benign salivary gland tumor, consists mainly of neoplastic
epithelium and lymphoid stroma. Some proteins and genes
thought to be involved in War-Twere evaluated by molecular
biology and immunology. However, lipids as an important
component of many tumor cells have not been well studied in
War-T. To elucidate the molecular biology and pathogenesis
of War-T, we investigated the visualized distribution of phos-
phatidylcholines (PCs) by imaging mass spectrometry (IMS).
In our IMS analysis of a typical case, 10 signals were signif-
icantly different in intensity (p<0.01) between the War-T and
non-tumor (Non-T) regions. Five specific PCswere frequently
found in the War-T regions of all of the samples: [PC (16:0/
16:0)+K]+ (m/z 772.5), [PC (16:0/20:4)+K]+ (m/z 820.5),
[PC (16:0/20:3)+K]+ (m/z 822.5), [PC (18:2/20:4)+K]+ (m/z
844.5), and [PC (18:0/20:5)+K]+ (m/z 846.5). PC (16:0/16:0)
was increased specifically in the folliculus lymphaticus of
War-T lymphoid stroma, suggesting a different metabolism.
Localization of PC (16:0/16:0) might reflect inflammation
activity participating in the pathogenesis of War-T. Thus, our
IMS analysis revealed the profile of PCs specific to the War-T
region. The molecules identified in our study provide impor-
tant information for further studies of War-T pathogenesis.
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Introduction
Warthin tumor (War-T), also known as papillary cystadenoma
lymphomatosum, is the second most common benign tumor
of the salivary glands [1] and is usually found in males in their
60s or 70s. This tumor is found adjacent to the tail of the
parotid gland and its periphery. These lesions account for 5–
11 % of primary parotid neoplasms [2]. War-Ts are typically
soft, undulant, and painless, showing slow growth. The
rates of recurrence and malignant transformation are low
[3]. Smoking is considered a strong risk factor for War-
T, as most of War-T patients are smokers, and the
duration and frequency of smoking are strongly related
to the occurrence of War-T [4, 5].
War-Ts consist of two major structures: one is a bistratal
neoplastic epithelium including basaloid and columnar
oncocytic epithelial cells with cysts of various sizes, and the
other is a lymphoid stromal component with infiltration of
variable lymphocytes and lymph follicles. B lymphocytes and
T lymphocytes are the main cell components of the lymphoid
stroma of War-Ts [5, 6]. The tumor characteristics of War-T
have been investigated in many studies. Although it has a
polyclone origin, War-T is considered a neoplasm [7].
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Many aspects of the molecular biology and pathogenesis of
War-T are unclear, and various analyses have been performed
to reveal the expression profile of proteins and genes inWar-T,
including those of cell adhesionmolecules such as E-cadherin,
HCAM, and ICAM-1 [8]. Regarding the lymphoid stroma of
War-T, immunoglobulin heavy chain rearrangement and bcl-2
gene translocation were not found, indicating that the lym-
phoid stroma of War-T is benign and reactive [2]. Most of the
molecular biology and pathogenesis investigations of War-T
have focused on genomics and proteomics. Lipids are an
important component of cells. About lipids of War-T, only a
decreasing level of them in War-T comparing with normal
tissue was revealed by Raman spectroscopy [9]. However
there is no detailed information of lipids in War-T, and there-
fore, further analysis is required.
Lipids are involved in various physiological and patholog-
ical processes, and they provide significant information about
metabolism. Phospholipids (PLs) are of particular interest as
they are involved in the structure of biological membranes,
proliferation, differentiation, metabolic regulation, and immu-
nity [10]. Phosphatidylcholines (PCs), one type of PLs, are the
major components of biological membranes, and they partic-
ipate in many biological functions of cells. The importance of
PCs and their fatty acyl residues has been described for many
diseases, including tumors [11, 12], but not for War-T. Since
the PCs containing different fatty acyl residues usually show
distinct distributions [13], the distribution of each PC species
in War-T should be determined. In addition, the elucidation of
the profiles of PCs and their fatty acyl residues will provide
important information about the molecular biology and path-
ogenesis of War-T (such as that concerning the neoplastic
epithelium and lymphoid stroma) and increase our under-
standing of the character of War-T.
Pathology samples have been analyzed with imaging mass
spectrometry (IMS). IMS is able to detect amounts of biomol-
ecules and visualize their distributions in a single analysis on a
tissue section without any labeling. Matrix-assisted laser
desorption/ionization (MALDI)-time-of-flight (TOF) mass
spectrometer is often used for the IMS analysis. MALDI is
good at analyzing relatively large biomolecules such as lipids
[13]. TOF can separate the difference even in the fatty acyl
residues in PCs [14, 15]. Therefore, IMS based on MALDI-
TOF is very useful for lipid analyses. This technique has
successfully revealed that some specific phospholipids, espe-
cially PCs, were distributed in diseased regions and adjacent
non-diseased regions in pathological tissue samples [15–17].
In the present study, we applied MALDI-TOF-IMS to find
the specific PCs distributed in War-Ts consisting of neoplastic
epithelium and lymphoid stroma and those in non-tumor
(Non-T) regions. Two consecutive tissue sections were used
for an IMS analysis and hematoxylin and eosin (HE) staining,
respectively. The mass range in the IMS analysis was focused
on PLs, and the peaks specifically detected in each region
were examined by a statistical analysis. Avariety of molecular
distributions was shown visually by software, and the specific




Eight human samples (five from men and three from women)
were analyzed. Two of the eight samples had both War-T and
Non-T regions, and one sample had only aWar-T region. Only
a Non-T region was available and analyzed in the other five
samples. The ages of the patients ranged from 30 to 78 years
(Table 1). None of the patients had received medical treatment
for War-T, and there was no recurrent patient. Samples were
obtained in accord with protocols approved by the
Hamamatsu University School of Medicine and diagnosed
immediately after resection. The tissue samples were imme-
diately frozen in liquid nitrogen-cooled isopentane without
fixation and stored at −80 °C to maintain tissue morphology
and minimize molecular degradation until their use in the IMS
analysis.
Chemicals
Methanol, potassium acetate, ultrapure water, and
carboxymethyl cellulose (CMC) sodium salt were purchased
fromWako Chemicals (Osaka, Japan). 2,5-Dihydroxybenzoic
acid (DHB) was purchased from Bruker Daltonics (Bremen,
Germany). Standard peptides such as angiotensin II and bra-
dykinin for the calibration of m/z values detected in the IMS
analysis were purchased from Sigma-Aldrich (St Louis, MO,




The samples from cases 1, 4, and 7 were embedded in 2 %
CMC at −80 °C before sectioning, and the other samples were
sectioned without embedding. The tissue blocks were sliced to
a thickness of 10 μm at −20 °C with a cryostat (CM1950;
Leica, Wetzler, Germany). The consecutive tissue sections
were mounted on an indium tin oxide (ITO)-coated glass slide
(Bruker Daltonics) and a Matsunami Adhesive silane (MAS)-
coated glass slide (Matsunami, Osaka, Japan) for the IMS
analysis and HE staining, respectively. All slides with sample
sections were stored at −20 °C until their use in the analyses.
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Spray coating of the matrix solution
Matrix solution was prepared by dissolving 40 mg DHB in
1 mL of 70 % methanol with 20 mM potassium acetate. DHB
matrix solution was sprayed uniformly by a 0.2-mm nozzle
caliber airbrush (Procon Boy FWA Platinum; Mr. Hobby,
Tokyo, Japan) maintaining a 15-cm distance from the tissue
surface. Totally, 2 mL of DHB matrix solution was applied to
each slide. DHB is a common matrix usually used to ionize
lipids, such as PLs, by MALDI-IMS in the positive ion mode.
Potassium salt is added to the matrix solution in order to form
positive ions of [M+K]+ rather than [M+H]+ and [M+Na]+,
and this can reduce the overlapping of signals from different
molecules [18].
IMS conditions
We used a MALDI-TOF-TOF-type instrument (ultraflex II
TOF/TOF, Bruker Daltonics) to analyze the tissue sections.
An Nd:YAG laser (355-nm wavelength) was used for the
desorption and ionization of PLs with a 200-Hz repetition
rate. The setting parameters for the laser energy, detector gain,
and random walk function were optimized manually for each
measurement to obtain the highest sensitivity for them/z range
of 460–1,000. The calibration of m/z values detected in each
IMSmeasurement was performed by using Mono DHB ([M+
H]+, m/z 155.03), bradykinin ([M+H]+, m/z 757.40), and
angiotensin II ([M+H]+, m/z 1046.54) in the positive ion
mode. The measurement regions in the War-T and Non-T
tissues were automatically scanned by the laser using
flexControl (Bruker Daltonics). The number of laser shots at
each measurement spot was 200, and the intervals between
each measurement point were 200 μm. All data were acquired
and visualized by flexImaging 2.1 software (Bruker
Daltonics).
IMS data analysis
We converted the IMS dataset to the ANALYZE 7.5 format
file in flexImaging and analyzed it using SIMtool software
(in-house software; Shimadzu, Kyoto, Japan). The War-T and
Non-T regions of interest (ROIs) were determined by com-
parison with the HE staining results of the consecutive tissue
section. We chose the ROIs in the IMS data from case 1 as a
representation, and the top 100 peaks were picked up within
m/z 460–1,000 according to their intensities with the SIMtool
software. After the exclusion of the matrix-derived peaks and
isotopic peaks, 15 peaks were picked up in the mass range
between m/z 740 and m/z 940 from the War-T and Non-T
ROIs, respectively. The distributions of these peaks were
visualized on a tissue section. The signal intensities of these
peaks in each ROI were statistically compared byWelch t test.
Differences with p<0.01 were considered significant. These
significant signals acquired from case 1 were reproduced
independently from other cases, and the average among all
the cases was also confirmed as significant. The experiments
were repeated totally three times using consecutive sections.
MS/MS analysis
We identified the characteristic peaks in the War-T and Non-T
regions by MS/MS analyses performed on consecutive tissue
sections in the positive ion mode by QSTAR Elite (Applied
Biosystems/MDS Sciex, Foster City, CA). This instrument is
a hybrid quadrupole-TOF mass spectrometer equipped with
an orthogonal MALDI source with an Nd:YAG laser. The
laser energy and collision energy were optimized to maximize
the ionization of precursor ions and the characteristic frag-
mentation inMS/MS spectra. The PL species and its fatty acyl
residues were determined by ion-fragment pattern referring to




Histological observation of War-T specimens for case 1
The samples were obtained from the parotid gland of the
patients without any preoperative therapy. HE staining was
Table 1 Patients’ information
Case no. Age Gender Smoking information Analyzed region
1 78 M Smoker (but no detailed information) War-T and Non-T
2 72 M 20 cigarettes/day for 30 years War-T and Non-T
3 63 M 20 cigarettes/day for 20 years War-T
4 57 M – Non-T
5 33 M – Non-T
6 61 F – Non-T
7 30 F – Non-T
8 40 F – Non-T
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performed to reveal the morphological characteristics of the
War-T and Non-T regions. From the HE staining of case 1
shown in Fig. 1a, it is easy to see that the War-T region, which
was occupied by neoplastic epithelium and lymphoid stroma,
is on the upper side (surrounded by the red dotted line in the
figure), and the Non-T region, which was characterized as
normal epithelial cells and ductal structures, is on the bottom
side (surrounded by black dotted line). The magnified image
of the tumor side in Fig. 1a is shown as Fig. 1b, where the
War-T region includes the neoplastic epithelium (NE) and
lymphoid stroma (LS) separated by a red line. The NE
surrounded by a red line showed a bistratified structure
consisting of inside basaloid cells and outside columnar cells
with abundant eosinophilic cytoplasm which was stained light
purple, and this structure formed cysts of different sizes
(shown as blank within the light purple region in Fig. 1b).
The LS, containing infiltrative lymphocytes and folliculus
lymphaticus (FL), was located outside of the red line bound-
ary in Fig. 1b and was stained dark purple. Lymphocytes were
recognized by the deeply stained nucleus and a relatively
small amount of cytoplasm. FL (delineated by the black circle
in Fig. 1b) with a paler germinal center and an outer corona
was found in the LS.
Based on these features, we recognized lymphoid stroma in
HE staining images. The Non-T region was distributed below
the tumor region in Fig. 1a, and the enlarged image of this
region is shown as Fig. 1c. From the HE staining, the Non-T
region showed many serous acini, where glandular epithelial
cells accumulate, and the duct structure appeared as a ring-like
or streak-like structure. Each acinus (marked by an arrow in
Fig. 1c) consisted of a single layer of glandular epithelial cells.
The duct structures (marked by arrowheads in Fig. 1c) includ-
ed striated ducts and interlobular ducts, which were formed by
surrounding ductal epithelial cells. There were a few lympho-
cytes in the Non-T region.
According to the HE staining, the War-T and Non-T re-
gions can be distinguished by their histological features. In
addition, the neoplastic epithelium and lymphoid stroma can
be distinguished in the War-T region. In the present study, all
of War-T and Non-T regions were distinguished in this
manner.
Comparison of the mass spectra from the War-T and Non-T
regions of case 1
The mass spectra from the War-T and Non-T regions of case 1
(Fig. 1) were averaged and are shown as Fig. 2a, b, respec-
tively. The figure’s inset shows the average mass spectra
obtained from the overall mass range, m/z 460–1,000. The














Fig. 1 HE staining of a War-T tissue section of case 1. a Overall view of
a frozen section. The upper part of the section (surrounded by the red
dotted line) was occupied by War-T. The Non-T regions (indicated by
black dotted line) were located in the lower part. b The enlarged image of
the tumor region shows that the neoplastic epithelium (NE), lymphoid
stroma (LS), and cysts are present. The neoplastic epithelium segregated
by a red line appeared as light purple. Within the NE, cysts of various
sizes were formed by epithelial cells. The LS containing numerous
infiltrative lymphocytes separated by NE can be seen as a deep purple
area in the War-T region, and it sometimes included folliculus
lymphaticus (FL) (black circle). c Enlargement of a Non-T region shows
many serous acini (arrows) and duct structures (arrowheads). War-T,
Warthin tumor; Non-T, non-tumor
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SIMtool software. Matrix related and isotopic peaks were
excluded. An enlargement of the mass range between m/z
740 and m/z 940 was from the region surrounded by the black
line in overall mass spectrum, and the 15 representative peaks
were labeled by m/z values. These peaks corresponding to PL
species are commonly detected in the positive ion mode. From
the entire mass spectra, a clear difference in signal intensity
was observed in m/z 740–940 between the War-T and Non-T
regions. In comparison with these mass spectra, most of the
peaks were higher in War-T than Non-T, especially m/z 772.5
and m/z 824.5. In contrast, the peaks m/z 796.5 and m/z 897.5
were lower in War-T than Non-T.
Ion images of typical signals from case 1
To compare the spatial distribution of the 15 signals for the
War-T and Non-T regions, we reconstructed ion images from
these signals for case 1 (shown in Fig. 3). In a comparison
with the average spectrum, ion images can make the location
of each signal very clear on tissue sections. From the ion
images, we found four signals (m/z 796.5, m/z 895.5, m/z
897.5, and m/z 923.5) located mainly in the Non-T region.
The distributions of m/z 782.5 and m/z 798.5 appeared almost
uniform. The other nine signals (m/z 741.5, m/z 772.5, m/z
820.5, m/z 822.5, m/z 824.5, m/z 826.5, m/z 844.5, m/z 846.5,
and m/z 848.5) were accumulated in the War-T region.
According to the information from MS Search on the
HumanMetabolomeDatabase, we speculated the assignments
of these m/z values as follows: [SM (d34:1)+K]+ (m/z 741.5),
[PC (32:0)+K]+ (m/z 772.5), [PC (P34:1)+K]+ (m/z 782.5),
[PC (34:2)+K]+ (m/z 796.5), [PC (34:1)+K]+ (m/z 798.5),
[PC (36:4)+K]+ (m/z 820.5), [PC (36:3)+K]+ (m/z 822.5),
[PC (36:2)+K]+ (m/z 824.5), [PC (36:1)+K]+ (m/z 826.5),
[PC (38:6)+K]+ (m/z 844.5), [PC (38:5)+K]+ (m/z 846.5),
[PC (38:4)+K]+ (m/z 848.5), [TAG (52:3)+K]+ (m/z 895.5),
[TAG (52:2)+K]+ (m/z 897.5), and [TAG (54:3)+K]+ (m/z
923.5).
Statistical analysis of signal intensities from case 1
For the ROIs of case 1 analyzed by IMS, we compared the
average intensities of these 15 detected peaks between the
War-Tand Non-T regions by usingWelch’s t test. The average
signal intensities, standard errors, and p values are shown for
each m/z signal in Table 2. Ten of the 15 peaks showed a
significant difference in signal intensity (p<0.01) between the
War-T and Non-T regions (highlighted as italic in Table 2).
According to the results of the statistical analysis, the 10
signals were significantly different between War-T and Non-
T. One signal, [PC (34:2)+K]+ (m/z 796.5), was higher in
Non-T. The other nine signals, [SM (d34:1)+K]+ (m/z 741.5),
[PC (32:0)+K]+ (m/z 772.5), [PC (36:4)+K]+ (m/z 820.5),
[PC (36:3)+K]+ (m/z 822.5), [PC (36:2)+K]+ (m/z 824.5),
[PC (36:1)+K]+ (m/z 826.5), [PC (38:6)+K]+ (m/z 844.5),
[PC (38:5)+K]+ (m/z 846.5), and [PC (38:4)+K]+ (m/z
848.5), had higher signal intensity in War-T.
Ion images of War-T signals in all cases
These nine significant signals in War-T acquired from case 1
were used as candidates for specific signals selection. We
applied these signals to all samples and visualized them as
ion images to determine whether these signals were specific in
all War-T (Fig. 4). According to these ion images, the signals
[PC (36:3)+K]+ (m/z 822.5), [PC (36:2)+K]+ (m/z 824.5), and
[PC (36:1)+K]+ (m/z 826.5) were located at the region which
seemed to be neoplastic epithelium in the War-T region. The
signals at [PC (36:4)+K]+ (m/z 820.5), [PC (38:6)+K]+ (m/z
844.5), [PC (38:5)+K]+ (m/z 846.5), and [PC (38:4)+K]+ (m/z
848.5) were located at a region which was considered to
include neoplastic epithelium and lymphoid stroma.
However, the signals at [SM (d34:1)+K]+ (m/z 741.5) and
[PC (32:0)+K]+ (m/z 772.5) appeared partially in the War-T
region and seemed to be involved in the lymphoid stroma
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Fig. 2 Themass spectra ofWar-Tand Non-T from case 1. Each spectrum
was averaged over War-T (a) and Non-T (b) regions distinguished in
Fig. 1 and shown from m/z 740 to m/z 940 where signals from PLs are
concentrated. The horizontal axis and the vertical axis indicate m/z and
relative intensity, respectively. The insets in a and b show the overall mass
spectra between m/z 460 and m/z 1000. Fifteen peaks marked by labeled
number were detected from both regions. Each peak represents an indi-
vidual molecule
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Among the signals that were thought to be located in the
neoplastic epithelium, the signal at [PC (36:2)+K]+ (m/z 824.5)
showed the highest intensity in case 1 (Table 2). To clarify the
different distributions of the signal at [PC (32:0)+K]+ (m/z
772.5), we merged the signals at [PC (32:0)+K]+ (m/z 772.5)
and [PC (36:2)+K]+ (m/z 824.5). From the merged ion images,
we found that the signals at [PC (32:0)+K]+ (m/z 772.5) and
[PC (36:2)+K]+ (m/z 824.5) displayed different distributions,
and this difference depended on the distinction of the structure
in the War-T region. Finally, after we applied the War-T signals
to all samples, those at [PC (32:0)+K]+ (m/z 772.5), [PC
(36:4)+K]+ (m/z 820.5), [PC (36:3)+K]+ (m/z 822.5), [PC
(38:6)+K]+ (m/z 844.5), and [PC (38:5)+K]+ (m/z 846.5) were
found to be common to all War-T regions.
Identification of molecules specifically detected
in War-T regions
We then performed an MS/MS analysis to identify these five
signals, [PC (32:0)+K]+ (m/z 772.5), [PC (36:4)+K]+ (m/z
820.5), [PC (36:3)+K]+ (m/z 822.5), [PC (38:6)+K]+ (m/z
844.5), and [PC (38:5)+K]+ (m/z 846.5), from tissue sections.
Molecules were identified based on the fragmentation pattern
caused by neutral losses. We assigned a molecule correspond-
ing to [PC (32:0)+K]+ (m/z 772.5) as PC because we observed
the neutral losses of 59 (m/z 713.5) and 183 (m/z 589.5),
which correspond to a trimethylamine and a choline head
group, respectively. The difference of 38 between m/z 551.5
and m/z 589.5 indicated that the adducted ion was changed
from potassium to proton by fragmentation. We also observed
the neutral loss of 256 fromm/z 713.5 asm/z 457.2 in the MS/
MS spectrum and speculated that it was palmitic acid (16:0).
TheMS Search of the HumanMetabolome Database provides
a candidate list of molecules corresponding to [PC (32:0)+
K]+ (m/z 772.5), and taking into account the adducted ion and
Table 2 Molecular screening in case 1, using Welch’s t test
m/z Speculative assignment Signal intensity p value
War-T Non-T
741.5 [SM (d34:1)+K]+ 8.0±0.9 3.2±0.7 2.16×10−5
772.5 [PC (32:0)+K]+ 60.7±6.3 4.0±0.8 9.85×10−15
782.5 [PC (P34:1)+K]+ 2.2±0.3 1.5±0.3 0.09
796.5 [PC (34:2)+K]+ 35.2±3.0 124.6±18.4 6.29×10−5
798.5 [PC (34:1)+K]+ 96.1±6.0 68.7±11.3 0.04
820.5 [PC (36:4)+K]+ 23.9±1.8 7.6±1.7 1.86×10−9
822.5 [PC (36:3)+K]+ 28.5±2.4 12.0±2.1 1.68×10−6
824.5 [PC (36:2)+K]+ 83.1±7.5 33.8±5.4 4.62×10−7
826.5 [PC (36:1)+K]+ 29.5±2.7 6.7±1.5 1.83×10−11
844.5 [PC (38:6)+K]+ 9.1±0.7 1.5±0.4 1.98×10−15
846.5 [PC (38:5)+K]+ 9.6±0.8 1.7±0.4 2.50×10−16
848.5 [PC (38:4)+K]+ 21.5±1.6 2.3±0.5 3.04×10−21
895.5 [TAG (52:3)+K]+ 3.2±0.4 6.1±1.6 0.08
897.5 [TAG (52:2)+K]+ 8.1±0.8 12.6±3.5 0.22
923.5 [TAG (54:3)+K]+ 1.2±0.2 1.6±0.5 0.40
The signals shown in Figs. 2 and 3 were compared by Welch’s t test. Ten
of the 15 molecules were significantly different in signal intensity
(p<0.01), set in italics. One signal, [PC (34:2)+K]+ (m/z 796.5), had
higher signal intensity in Non-T, and all of the others had higher signal
intensity in War-T
m/z 897.5













Fig. 3 Visualization of molecular
distributions for case 1. The ion
images correspond to the 15
peaks which were detected
between the War-T and Non-T
regions. The distributions of these
signals were nonuniform and
showed some patterns in War-T
and Non-T regions distinguished
in the HE staining. Ion images
corresponding to [PC (34:2)+K]+
(m/z 796.5), [TAG (52:3)+K]+
(m/z 895.5), [TAG (52:2)+K]+
(m/z 897.5), and [TAG (54:3)+
K]+ (m/z 923.5) were located
mainly in the Non-T region,
whereas [PC (P34:1)+K]+ (m/z
782.5) and [PC (34:1)+K]+ (m/z
798.5) displayed no difference
between the War-T and Non-T
regions. The other nine signals
were increased in the War-T
region. Scale bar=2 mm
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fragmentation pattern, we identified this molecule as [PC
(16:0/16:0)+K]+ (Fig. 5a).
In the same manner, molecules corresponding to [PC
(36:4)+K]+ (m/z 820.5), [PC (36:3)+K]+ (m/z 822.5), [PC
(38:6)+K]+ (m/z 844.5), and [PC (38:5)+K]+ (m/z 846.5)
were assigned as PC with potassium adduct because of the
neutral loss of 59 or/and 183 in the MS/MS mass spectra. The
molecules at [PC (36:4)+K]+ (m/z 820.5) and [PC (36:3)+K]+
(m/z 822.5) were identified as [PC (16:0/20:4)+K]+ (Fig. 5b)
and [PC (16:0/20:3)+K]+ (Fig. 5c), respectively, because the
neutral loss of 256 corresponds to palmitic acid (16:0). Based
on the molecular weight, the other fatty acyl residues of these
molecules were determined as arachidonic acid (AA, 20:4)
and dihomo-γ-linolenic acid (DGLA, 20:3), respectively. The
molecules at [PC (38:6)+K]+ (m/z 844.5) and [PC (38:5)+K]+
(m/z 846.5) were identified as [PC (18:2/20:4)+K]+ (Fig. 5d)
and [PC (18:0/20:5)+K]+ (Fig. 5e), respectively, because
neutral losses of 304 and 284 corresponding to AA (20:4)
and stearic acid (18:0) were detected.
Distribution of PC (16:0/16:0) in War-T
To compare the distribution of [PC (16:0/16:0)] and histolog-
ical features, we merged the ion images and HE staining
images (Fig. 6). By comparing the hot spots in the ion image
and the enlarged HE staining images, we found that the strong
signal of PC (16:0/16:0) was from the folliculus lymphaticus
structure. This structure has a paler germinal center and an
outer corona surrounded by numerous lymphocytes as we
described in Fig. 1. From the merged images in Fig. 6, we
observed that this signal was located mainly at the lymphoid
stroma, especially accumulated in the folliculus lymphaticus.
Discussion
War-T is remarkably soft compared to other tumors. This
















Case 1 Case 2 Case 3 Case 4 Case 5 Case 6 Case 7 Case 8
Fig. 4 Ion images of War-T signals in all cases. The ion images for the
nine War-T signals that were significantly different between the War-T
and Non-T regions from case 1 were visualized in all cases. The HE
staining images of each sample are shown on the upper side. The War-T
and Non-T regions are indicated by a red and black dotted lines, respec-
tively. From the ion images, an increase in signal intensities was found
mainly in the War-T regions. Comparing the ion images with the HE
staining images, the signals at [SM (d34:1)+K]+ (m/z 741.5) and [PC
(32:0)+K]+ (m/z 772.5) were located mainly in the lymphoid stroma, and
signals [PC (36:3)+K]+ (m/z 822.5), [PC (36:2)+K]+ (m/z 824.5), and
[PC (36:1)+K]+ (m/z 826.5) were located in the neoplastic epithelium.
Signals [PC (36:4)+K]+ (m/z 820.5), [PC (38:6)+K]+ (m/z 844.5), [PC
(38:5)+K]+ (m/z 846.5), and [PC (38:4)+K]+ (m/z 848.5) seemed to be
located in both regions. The merged image consisting of [PC (32:0)+K]+
(m/z 772.5) and [PC (36:2)+K]+ (m/z 824.5) revealed that these two
signals came from different parts of the War-T region. Scale bar=2 mm
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and the included fluid. The PCs contained many long-chain,
polyunsaturated fatty acids (PUFAs) as fatty acyl residues
which could also be a reason for the softness of War-Ts, as
such lipids provide fluidity of biological membranes [19, 20].
Regarding the fluidity of lipids, the transition temperature (Tc)
is known as an important factor. The Tcwas reported by Cullis
et al. to be decreased in the lipids that contain fatty acyl
residue with a cis double bond at C-9, and it is further lowered
as the degree of unsaturation is increased [20]. In our study,
most of the lipids detected in the War-T regions included two
double bonds, such as PC (16:0/18:2). Some of them included
fatty acyl residues with even four or five double bonds, such
as PC (18:0/20:5) or PC (18:2/20:4). These unsaturated struc-
tures are thought to play a key role in the reduction of the Tc
and to increase the fluidity of cell membranes in War-Ts,
endowing War-Ts with their soft property.
In this study, we were able to pick up 15 peaks according to
molecular species and the difference of signal intensities in
case 1. Ten of the peaks showed significant differences in
signal intensity (p<0.01 in Table 2), and their specific local-
ization at the War-T region or Non-T region were revealed
(Fig. 3). Most of these signals have been studied in other
tumor researches. PC (16:0/16:0), localized in the War-T
region (Fig. 3), was detected in other types of tumor regions
by Shimma et al. [21] and Chughtai et al. [22], but it was also
found in normal regions by Ishikawa et al. [17]. On the other
hand, the PCs located mainly in the War-T region, such as PC
(16:0/20:4), PC (16:0/20:3) and PC (18:0/20:5) (Fig. 3), were
reported as not significantly different between tumor and
normal tissues in thyroid carcinoma study [17]. In addition,
the signal m/z 796.5, significantly detected in the Non-T
region in our present study (Fig. 3), was increased in the
cancer region of thyroid carcinoma, and this PL was identified
as PC (16:0/18:2) by MS/MS analysis [17]. Additionally, the
signals of PC (16:0/16:0) and PC (16:0/18:2) showed no
difference in distribution between cancer and stroma in oral
squamous carcinoma [16]. The anatomic structures and the
characteristic of these diseases might indicate different metab-
olisms in each tumor. Thus, IMS analyses enable us to easily
detect the diversities of lipid composition which reflect differ-
ent lipid metabolisms between tumor and non-tumor regions.
The War-T signals which had significantly different
intensities (p<0.01) according to the results of the statis-
tical analysis were chosen for analysis in case 1 (Table 2,
Fig. 3). From the ion images, all of these signals were
































































































































































































Fig. 5 Molecular identification by theMS/MS analysis of tissue sections.
The precursor ions were m/z 772.5 (a), m/z 820.5 (b), m/z 822.5 (c), m/z
844.5 (d), and m/z 846.5 (e). From the product ion spectrum, a molecule
corresponding tom/z 772.5 was identified as [PC (16:0/16:0)+K]+. In the
same manner, the signals at m/z 820.5, m/z 822.5, m/z 844.5, and m/z
846.5 were identified as [PC (16:0/20:4)+K]+, [PC (16:0/20:3)+K]+, [PC
(18:2/20:4)+K]+, and [PC (18:0/20:5)+K]+, respectively
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the signal at [PC(16:0/16:0)+K]+ (m/z 772.5) showed a different
localization compared to the other War-T signals. The merged
ion images of [PC(16:0/16:0)+K]+ (m/z 772.5) and [PC(36:2)+
K]+ (m/z 824.5) revealed a clear positional discrimination
between these two biomolecules. By comparison with the
HE staining images, the signal at [PC(36:2)+K]+ (m/z 824.5)
was found at neoplastic epithelium. In contrast, the signal at
m/z 772.5 was located mainly in lymphoid stroma (Fig. 4).
Especially, the folliculus lymphaticus in the War-T region ex-
hibited high signal intensities at [PC(16:0/16:0)+K]+ (m/z 772.5)
(Fig. 6). These results suggest that compared to neoplastic
epithelial cells, the lymphocytes have a different metabolism
pathway in War-T.
Stearoyl-CoA desaturase-1 (SCD1) is a microsomal enzyme
that regulates the conversion of saturated fatty acids (SFAs)
such as palmitic acid (C16:0) and stearic acid (C18:0) into
mono-unsaturated fatty acids (MUFAs) such as palmitoleic
(C16:1) and oleic acid (18:1) [23]. The production of MUFAs
from SFAs is thus thought to be impeded by the absence of
SCD1, leading to the decrease of PCs which are incorporated
by MUFAs or PUFAs. Ide et al. observed increased SCD1 in
breast cancerous areas, where PCs including MUFAs such as
PC (32:1), PC (34:1), and PC (36:1) were detected predomi-
nantly. In contrast, the PCs with SFAs such as PC (32:0), PC
(34:0), and PC (36:0) were decreased in the cancer [15].
In our present study, the signal at m/z 772.5 identified as
[PC (16:0/16:0)+K]+ (Fig. 5) also includes only SFAs as fatty
acyl residues, and it was foundmainly in the lymphoid stroma,
especially folliculus lymphaticus, and not in the neoplastic
epithelium. This result suggests that a deficiency of SCD1
activity might lead to the accumulation of PC (16:0/16:0) in
folliculus lymphaticus of War-T. Buttke et al. reported a
deficiency of SCD activity in murine T lymphocytes [24].
SCD is known to have a wide variety of isoforms. In a study
by Tebbey et al., neither B lymphocytes nor T lymphocytes in
mice expressed SCD1 [25]. Although there is little informa-
tion available about SCD1 in human lymphocytes, a deficien-
cy of SCD1 might be one of the results of the accumulation of
PC (16:0/16:0) in the folliculus lymphaticus of War-Ts.
In this study, we also focused on the fatty acyl residues
bound to PC species in the War-T regions, because the fatty
acyl residue is expected to reflect some features of War-T,
such as metabolism during the pathological process. A study
of War-T by Andreadis et al. showed that ICAM-1, a cell
adhesion factor, was strongly expressed in the germinal center
of folliculus lymphaticus and moderately expressed in many
epithelial cells and more specifically on the whole membrane
of basaloid cells and the luminal surface of columnar cells [8].
ICAM-1 is involved in the interaction between lymphocytes
and epithelial cells [26]. Palmitic acid (16:0) was reported to
upregulate the expression of ICAM-1 in epithelial cells [27].
Therefore, palmitic acid might participate in the interaction
between neoplastic epithelial cells and lymphocytes by the







Fig. 6 Location of PC (16:0/
16:0) in theWar-T region. The ion
images of m/z 772.5, identified as
[PC (16:0/16:0)+K]+, were
merged with the HE staining
image for case 1. According to the
HE staining, we discriminated the
neoplastic epithelium and
lymphoid stroma on the basis of
the description in Fig. 1. The ion
image showed that the signal at
[PC(16:0/16:0)+K]+ (m/z 772.5) was
more intense in the lymphoid
stroma and performed clusters in
the regions circled by red lines,
folliculus lymphaticus
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demonstrated that PC (16:0/16:0), which is containing only
C16:0 as fatty acyl residues and can release only palmitic acid
by phospholipase, was increased in the lymphoid stroma of
the War-T regions, especially in the folliculus lymphaticus.
Some studies suggested that an immunological reaction is
involved in the formation of War-T, which should be consid-
ered a delayed hypersensitivity disease with persistent inflam-
matory reactions [4, 6, 28], and the observation of an infiltra-
tion of lymphoid cells and a number of immunohistochemical
findings also supported the importance of immune activation
in the pathogenesis of War-T [29]. Palmitic acid was recently
reported to induce an upregulation of inflammatory factors
such as interleukin-6 and tumor necrosis factor-α [30]. In our
study, PC (16:0/16:0) was increased in the lymphoid stroma,
especially the folliculus lymphaticus, in the War-T region.
This accumulation might be involved in the inflammatory
reaction in War-T.
In this study, we focused on the analysis and discussion of
PC (16:0/16:0) specifically distributed in the folliculus
lymphaticus of lymphoid stroma in War-T; however, there
are other PC species which have distinct distributions in
War-T as indicated in the figure. Especially, PC species
(16:0/20:4), (18:2/20:4), and (16:0/20:5) were significantly
increased in both neoplastic epithelium and lymphoid stroma.
PC (16:0/20:3) was specifically located in neoplastic epitheli-
um. These PCs contained long-chain polyunsaturated fatty
acyl residues. Long-chain polyunsaturated fatty acids (LC-
PUFAs) as fatty acyl residues present in PCs have been
described to be precursors of lipid inflammatory mediators
after their release by the activation of phospholipases. The
LC-PUFAs could be involved in inflammatory responses [31],
such as AA (20:4), one kind of n-6 series fatty acid, which was
reported to participate in inflammatory reaction [32], and the
elevated level of AA-contained PCs were considered related
to chronic inflammation in other studies [33, 34]. In our study,
PC (16:0/20:4) and PC (18:2/20:4) containing AA were in-
creased in War-T region. In addition, DGLA, (C20:3), which
is the immediate precursor of AA, and linoleic acid (LA,
C18:2), which is the essential FA for human and the precursor
of n-6 series fatty acids, were discovered combining in PC
(16:0/20:3) and PC (18:2/20:4) in War-T. Therefore, these PC
species containing LC-PUFAs might be related to the inflam-
matory response and development of War-T and are potential-
ly markers for War-T lipid fingerprinting.
Conclusion
An IMS analysis revealed that 10 signals have significant
differences in signal intensities between the War-T and Non-
T regions from case 1. There were nine signals specifically
detected in the War-T region. After having applied these War-
T positive signals to all dataset, five War-T specific signals
were confirmed: one signal, identified as PC (16:0/20:3), was
located mainly in neoplastic epithelium; three signals identi-
fied as PC (16:0/20:4), PC (18:2/20:4), and PC (18:0/20:5),
were located mainly in neoplastic epithelium and lymphoid
stroma; and one signal, identified as PC (16:0/16:0), was
specifically distributed in the lymphoid stroma, especially
folliculus lymphaticus in War-T.
Acknowledgments This work was supported in part by JASSO
Student Exchange Support Program (Scholarship for Short-Term
Study in Japan) to QH, a Grant-in-Aid for Young Scientists (S) to
MS, a Grant-in-Aid for Scientific Research (B) to MS, a Grant-in-
Aid for Scientific Research on priority areas at Machineries of
Bioactive Lipids in Homeostasis and Diseases to MS, and the
MEXT project for the Creation of Research Platforms and Sharing
of Advanced Research Infrastructure to MS.
Open Access This article is distributed under the terms of the Creative
Commons Attribution License which permits any use, distribution, and
reproduction in any medium, provided the original author(s) and the
source are credited.
References
1. Pinkston JA, Cole P (1999) Incidence rates of salivary gland tumors:
results from a population-based study. Otolaryngol Head Neck Surg
120(6):834–840
2. Song K, Cotelingam JD, Lowery-Nordberg M, Sun W (2009)
Characterization of the lymphoid stroma in Warthin’s tumor of sali-
vary gland by immunohistochemistry, heavy chain gene and Bcl-2
gene rearrangement. Am J Transl Res 1(4):352–357
3. Batsakis JG (1987) Carcinoma ex papillary cystadenoma
lymphomatosum malignant Warthin’s tumour. Ann Otol Rhinol
Laryngol 96(2 Pt 1):234–235
4. TeymoortashA, Krasnewicz Y,Werner JA (2006) Clinical features of
cystadenolymphoma (Warthin’s tumor) of the parotid gland: a retro-
spective comparative study of 96 cases. Oral Oncol 42(6):569–573
5. Dăguci L, Simionescu C, StepanA,Munteanu C, Dăguci C, Bătăiosu
M (2011) Warthin tumor—morphological study of the stromal com-
partment. Rom J Morphol Embryol 52(4):1319–1323
6. Allegra SR (1971) Warthin’s tumor: a hypersensitivity disease?
Ultrastructural, light, and immunofluorescent study. Hum Pathol
2(3):403–420
7. O’Neill ID (2009) New insights into the nature ofWarthin’s tumour. J
Oral Pathol Med 38(1):145–149
8. Andreadis D, Epivatianos A, Poulopoulos A, Nomikos A, Christidis K,
Papazoglou G, Antoniades D, Barbatis C (2005) Immunohistochemical
detection of the expression of the cell adhesion molecules E-cadherin,
desmoglein-2, beta4-integrin, ICAM-1 and HCAM (CD44s) in
Warthin’s tumour of the parotid gland. Oral Oncol 41(8):799–805
9. Yan B, Li Y, Yang G, Wen ZN, Li ML, Li LJ (2011) Discrimination
of parotid neoplasms from the normal parotid gland by use of Raman
spectroscopy and support vector machine. Oral Oncol 47(5):430–435
10. Stubbs CD, Smith AD (1984) The modification of mammalian
membrane polyunsaturated fatty acid composition in relation to
membrane fluidity and function. Biochim Biophys Acta 779(1):89–
137
11. Bjorgvinsdottir L, Indridason OS, Heidarsdottir R, Skogstrand K,
Arnar DO, Torfason B, Hougaard DM, Palsson R, Skuladottir GV
(2013) Inflammatory response following heart surgery and associa-
tion with n-3 and n-6 long-chain polyunsaturated fatty acids in
5824 Q. He et al.
plasma and red blood cell membrane lipids. Prostaglandins Leukot
Essent Fat Acids 89(4):189–194
12. Al-Taan O, Stephenson JA, Spencer L, Pollard C, West AL, Calder
PC, Metcalfe M, Dennison AR (2013) Changes in plasma and
erythrocyte omega-6 and omega-3 fatty acids in response to intrave-
nous supply of omega-3 fatty acids in patients with hepatic colorectal
metastases. Lipids Health Dis. doi:10.1186/1476-511X-12-64
13. Hayasaka T, Goto-Inoue N, Zaima N, Kimura Y, Setou M (2009)
Organ-specific distributions of lysophosphatidylcholine and triacyl-
glycerol in mouse embryo. Lipids 44(9):837–848
14. Sugiura Y, Konishi Y, Zaima N, Kajihara S, Nakanishi H, Taguchi R,
Setou M (2009) Visualization of the cell-selective distribution of
PUFA-containing phosphatidylcholines in mouse brain by imaging
mass spectrometry. J Lipid Res 50(9):1776–1788
15. Ide Y, Waki M, Hayasaka T, Nishio T, Morita Y, Tanaka H, Sasaki T,
Koizumi K, Matsunuma R, Hosokawa Y, Ogura H, Shiiya N, Setou
M (2013) Human breast cancer tissues contain abundant phosphati-
dylcholine (36:1) with high stearoyl-CoA desaturase-1 expression.
PLoS One. doi:10.1371/journal.pone.0061204
16. Uchiyama Y, Hayasaka T, Masaki N, Watanabe Y, Masumoto K,
Nagata T, Katou F, Setou M (2013) Imaging mass spectrometry
distinguished the cancer and stromal regions of oral squamous cell
carcinoma by visualizing phosphatidylcholine (16:0/16:1) and
phosphatidylcholine (18:1/20:4). Anal Bioanal Chem 406(5):
1307–1316
17. Ishikawa S, Tateya I, Hayasaka T, Masaki N, Takizawa Y, Ohno S,
Kojima T, Kitani Y, Kitamura M, Hirano S, Setou M, Ito J (2012)
Increased expression of phosphatidylcholine (16:0/18:1) and (16:0/
18:2) in thyroid papillary cancer. PLoS One. doi:10.1371/journal.
pone.0048873
18. Sugiura Y, Setou M (2009) Selective imaging of positively charged
polar and nonpolar lipids by optimizing matrix solution composition.
Rapid Commun Mass Spectrom 23(20):3269–3278
19. van Meer G, Voelker DR, Feigenson GW (2008) Membrane lipids:
where they are and how they behave. Nat Rev Mol Cell Biol 9(2):
112–124
20. Cullis PR, Fenke DB, Hope MJ (1996) Biochemistry of lipids,
lipoproteins and membranes, 1st edn. Elsevier, Amsterdam
21. Shimma S, Sugiura Y, Hayasaka T, Hoshikawa Y, Noda T, Setou M
(2007)MALDI-based imaging mass spectrometry revealed abnormal
distribution of phospholipids in colon cancer liver metastasis. J
Chromatogr B Analyt Technol Biomed Life Sci 855(1):98–103
22. Chughtai K, Jiang L, Greenwood TR, Glunde K, Heeren RM (2013)
Mass spectrometry images acylcarnitines, phosphatidylcholines, and
sphingomyelin in MDA-MB-231 breast tumor models. J Lipid Res
54(2):333–344
23. Mauvoisin D, Mounier C (2011) Hormonal and nutritional regulation
of SCD1 gene expression. Biochimie 93(1):78–86
24. Buttke TM, Van Cleave S, Steelman L, McCubrey JA (1989)
Absence of unsaturated fatty acid synthesis inmurine T lymphocytes.
Proc Natl Acad Sci U S A 86(16):6133–6137
25. Tebbey PW, Buttke TM (1992) Stearoyl-CoA desaturase gene ex-
pression in lymphocytes. Biochem Biophys Res Commun 186(1):
531–536
26. Cittasupho C, Xie SX, BaoumA, Yakovleva T, Siahaan TJ, Berkland
CJ (2009) ICAM-1 targeting of doxorubicin-loaded PLGA nanopar-
ticles to lung epithelial cells. Eur J Pharm Sci 37(2):141–150
27. Sanadgol N, Mostafaie A, Mansouri K, Bahrami G (2012) Effect of
palmitic acid and linoleic acid on expression of ICAM-1 and VCAM-
1 in human bone marrow endothelialcells (HBMECs). Arch Med Sci
8(2):192–198
28. Teymoortash A, Werner JA (2005) Tissue that has lost its track:
Warthin’s tumour. Virchows Arch 446(6):585–588
29. Honda K, Kashima K, Daa T, Yokoyama S, Nakayama I (2000)
Clonal analysis of the epithelial component of Warthin’s tumor.
Hum Pathol 31(11):1377–1380
30. Zhou BR, Zhang JA, Zhang Q, Permatasari F, Xu Y, Wu D, Yin ZQ,
Luo D (2013) Palmitic acid induces production of proinflammatory
cytokines interleukin-6, interleukin-1β, and tumor necrosis factor-α
via a NF-κB-dependent mechanism in HaCaT keratinocytes. Mediat
Inflamm. doi:10.1155/2013/530429
31. Azrad M, Demark-Wahnefried W, Turgeon C (2013) Current evi-
dence linking polyunsaturated fatty acids with cancer risk and pro-
gression. Front Oncol 3(224):1–12
32. Dessì M, Noce A, Bertucci P, di Villahermosa SM, Zenobi R,
Castagnola V, Addessi E, Di Nicola D (2013) Atherosclerosis,
Dyslipidemia, and Inflammation: The Significant Role of
Polyunsaturated Fatty Acids. ISRN Inflamm. doi:10.1155/2013/191823
33. Zaima N, Sasaki T, Tanaka H et al (2011) Imaging mass
spectrometry-based histopathologic examination of atherosclerotic
lesions. Atherosclerosis 217(2):427–432
34. Tanaka H, Zaima N, Sasaki T et al (2012) Loss of lymphatic vessels
and regional lipid accumulation is associated with great saphenous
vein incompetence. J Vasc Surg 55(5):1440–1448
Increased PC (16:0/16:0) in the folliculus lymphaticus of Warthin 5825
